The neutral molecule 2,2'-biimidazole (H 2 biim) and its monoanionic derivative(Hbiim -) is a particular organic target for construction of hybrid materials. Its molecular moieties possess a double property. Namely they can be coordinated to metal centres and can act as a donor in hydrogen bonding interactions (Tadokoro & Nakasuji, 2000). The crystal structure of (I) is reported here.
In the title compound, [Co(C 6 H 5 N 4 ) 3 ], the Co III atom adopts a distorted octahedral CoN 6 coordination geometry, arising from three N,N 0 -bidentate deprotonated 2,2 0 -biimidazole ligands. The dihedral angles between the five-membered rings of the ligands are 4.1 (2), 9.4 (2) and 10.5 (2) . In the crystal, molecules are linked by N-HÁ Á ÁN hydrogen bonds, generating a layered network lying in (111).
Related literature
For related structures, see: Tadokoro & Nakasuji (2000) ; Ye et al. (2005) ; Zhang et al. (2008) .
Experimental
Crystal data [Co(C 6 
Data collection
Bruker SMART CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.654, T max = 0.762 10212 measured reflections 3728 independent reflections 2358 reflections with I > 2(I) R int = 0.046 Refinement R[F 2 > 2(F 2 )] = 0.041 wR(F 2 ) = 0.138 S = 0.98 3728 reflections 280 parameters H-atom parameters constrained Á max = 0.48 e Å À3 Á min = À0.49 e Å À3 Table 1 Selected geometric parameters (Å , ). Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; Ày þ 2; Àz þ 1; (ii) Àx; Ày þ 1; Àz þ 2; (iii) Àx þ 1; Ày þ 2; Àz þ 2.
Data collection: SMART (Bruker, 2000); cell refinement: SAINT (Bruker, 2000); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. Fig. 1 . A view of the structure of (I) with displacement ellipsoids drawn at the 30% probability level. supplementary materials sup-2 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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